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Drosophila suzukii, known as the spotted wing drosophila (SWD), is a major pest of berries and stone fruits. In 2014 
it was recorded for the first time in the Nordic countries. In this study, we report the first observations of D. suzukii 
in Finland. The first trap catches of SWD were observed in 2019 in North Savo at a berry farm that handles imported 
berries. In 2020–2021, no adult flies were trapped at the farm, but in August 2022, adult SWDs were caught at the 
same farm. Observed SWD adults in 2022 probably originated from a new introduction rather than an overwintered 
population, because no SWDs were observed during the two preceding seasons. In 2023, one female of the same 
haplotype as the flies in previous year was found in mid-July, but no further population growth was observed. This 
suggests that some overwintering events may happen, but lack of overwintered males may hinder the population 
growth. In 2021–2022, larvae and eggs of SWD were found in several batches of imported berries. Our results sug-
gest that there is a pathway of introduction for SWD up to the farm level.  Identification of D. suzukii specimens was 
confirmed with PCR and sequencing of the COI region, and four SWD haplotypes were found.

Key words: berries, introduction pathways, invasive pests, PCR, haplotype 

Introduction

The spotted wing drosophila Drosophila suzukii (Matsumura 1931) (Diptera: Drosophilidae) is an invasive pest 
endemic to Southeast Asia (Kanzawa 1939, Asplen et al. 2015). It first invaded Hawai’i in the 1980’s and reached 
mainland North America and Europe in 2008 (Hauser 2011, Calabria et al. 2012, Asplen et al. 2015). SWD has a 
very wide host range among berries and stone fruits (Lee et al. 2011, Cini et al. 2012, Poyet et al. 2015, Olazcuaga 
et al. 2019). It is one of very few drosophilids that can oviposit in healthy, ripe fruits, and thus, this species can 
cause considerable damage to crops (Mitsui et al. 2006, Bolda et al. 2010, Lee et al. 2011). In Europe, SWD was 
first found in Italy and Spain in 2008, and it has spread rapidly to most European countries (Calabria et al. 2012, 
Cini et al. 2012, Asplen et al. 2015, Kiss et al. 2016, Lavrinienko et al. 2017, Briem et al. 2018). 

According to pest risk analysis by the EPPO, the climate in most parts of Finland is not suitable for SWD: the threshold 
of 500 degree days counted on a base of 10 degrees is reached only along the southern costal line of Finland and 
the favorable area is also restricted to the southern parts of Sweden and Norway (EPPO 2010). Likewise, according 
to species distribution models generated using Maximum Entropy algorithms by Ørsted and Ørsted (2019),  
Finland would not have a suitable climate for D. suzukii if the data is based on the current European distribution 
of D. suzukii. However, if the global distribution is used as base data, climatic suitability for D. suzukii could reach 
central Finland with a low probability. In summer 2014, SWD was recorded for the first time in the Nordic region, 
in Sweden, and a few months later also in Denmark (Manduric 2017). In Norway, SWD was found in 2016 (Nina 
Trandem, personal communication). 

In this paper, we report the first field observations of D. suzukii in a berry farm that also handles imported ber-
ries in Finland. We also report the introduction pathways for SWD larvae and eggs via imported berries. In these  
observations the presence of D. suzukii was confirmed with molecular techniques.
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Material and methods
Field trapping 

A preliminary survey of the possible occurrence of SWD was carried out in southern and central Finland in  
summer 2019. A total of five field plots were chosen from the provinces of Uusimaa (Karkkila), Tavastia  
Proper (Jokioinen, Janakkala), and North Savo (Suonenjoki). Raspberry (Rubus idaeus L.) was the cultivated crop 
in all fields except in Tavastia Proper where blueberry (Vaccinium corymbosum L.) was also cultivated (Fig. 1). The 
field plot sizes varied from 0.5 to 2.25 ha and all the plots were bordered by a forest edge on at least one side,  
except for one plot that was bordered by a small bog. Four traps were placed in the peripheral raspberry rows of 
each plot, where possible close to the forest edge, at the height of the unripe berries protected from the sun. In  
Tavastia Proper, two traps were placed in raspberry field plots as described above, and two in bushes at the edge 
of the blueberry field. 

In the period 2020–2023, field trapping was conducted at the farm where the first observation was made in 2019. 
In 2020, there were 5 traps for 9 weeks at the edge of the raspberry field where the original SWD observation was 
made. In 2021, there were a total of 15 traps on the farm, with 3 situated in the trees surrounding the fields, 6 in 
the raspberry field, and 6 in the strawberry fields and their surroundings. In 2022, there were 6 traps on the farm, 
with 3 in the raspberry field, and 3 in the strawberry field and its surroundings (Table 1). Next to the strawberry 
field, there is a cold storage building where imported berries are stored at the beginning of the season before they 
are transported to marketplaces. In June 2023, there were 5 yeast baited traps of which 3 were situated in the  
forest patch near the raspberry field and 2 were near the strawberry field. Later there were a total of 9 yeast  
baited traps on the farm, with 6 traps in raspberry fields, 3 traps in the surrounding vegetation of strawberry fields, 
and 2 traps in another location baited with SuzukiiTrap® liquid.

In 2021, field trapping was conducted at two additional places in Tavastia proper (Jokioinen, Janakkala), and in 
2022 at other locations in North Savo (Suonenjoki), South Savo (Mikkeli), and Uusimaa (Hyvinkää) (Fig. 1). The field 
plot sizes in 2020–2023 varied from 0.12 to 4.46 ha and all the plots were bordered by forest edge on at least at 
one side, except for one plot that was 73 m away from the nearest forest patch. Farms handling imported berries 
during the growing season were selected as trapping locations, as well as farms located near to a highway or rail-
way, since highways have been shown to facilitate the spread of SWD (Kiss et al. 2016). The aim of these studies 
was to find out whether SWD occurs at the berry farms at risk of introduction.

Fig. 1. A map of trapping locations in Finland in 2019–2023
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Traps
In 2019 and 2020, DROSAL® Pro traps (Andermatt Biocontrol AG, UK) filled with a liquid SuzukiiTrap® lure  
(Bioiberica, Spain), were used. The SuzukiiTrap® lure was selected because it performs well in trapping SWD  
females on raspberry (Frewin et al. 2017), which is the most produced berry in Finland in August. In 2021 and 
2022, DROSAL® Pro traps were replaced by DrosoTraps® because the red cup used in the trap construction  
performs better than transparent cups (Lasa et al. 2017). In addition, DrosoTraps® have a good trapping efficiency 
without the killing agent (Van Kerkvoorde et al. 2020), which is essential because traps with a killing agent are 
not yet registered in Finland. The liquid lure in the traps was changed on a mostly weekly basis from early July to 
late August (2019, 2023) or late September (2020–2022). In June 2021 and 2023, a yeast bait (Frewin et al. 2017) 
was used in the DROSAL® Pro traps in the forest patch. This trapping technique was aimed at catching unmated  
females at the beginning of the season in the case that some SWD would have managed to overwinter near to the 
raspberry field where the first observation was made. The yeast bait was also changed weekly. The trap catches 
were extracted from the liquid lure or yeast bait by rinsing the insects in water and storing them in 75% ethanol 
until inspection under a stereo microscope (Olympus SZX-16, Olympus corporation, Tokyo, Japan). Morphological 
identification of D. suzukii was carried out according to the key by EPPO (EPPO 2013) and thereafter identification 
of some specimens was confirmed by molecular methods. 

Inspection of imported berry samples
Berries were inspected using a filtration method described in Van Timmeren et al. (2017). If the sample size  
exceeded 300 g (2–3 kg boxes of cherries), the samples were divided into subsamples of 250 g. In 2021 and 2022, 128 
and 30 imported berry samples, respectively, were inspected for SWD. The samples were obtained from retailers, 
supermarkets, marketplaces, and berry growers selling berries imported mainly from other European countries. 
In 2021, the inspected berry samples were blueberries (84%), cherries (7%) and grapes (9%). Of these samples,  
4 blueberry samples (4% of blueberry samples) and one cherry sample (11% of cherry samples) were infested with 
D. suzukii. In 2022, the majority of the samples were raspberries (83%) and the rest of the samples were cherries 
(10%) and blueberries (7%). Of these samples, 7 raspberry samples (28%) and 1 cherry sample (33%) were infested 
with D. suzukii. However, it should be noted that cherry samples were much bigger than other berry samples and 
divided into several subsamples. Only 3% of the inspected subsamples were infested. 

Molecular identification of SWD 
Genomic DNA was extracted from adult individuals of D. suzukii, and larvae or eggs found in berry samples,  
using DNeasy Blood and Tissue kit (Qiagen). D. suzukii-specific primers Dro-suz-S390 (TTGAACTGTTTACCCACCTCTT) 
and Dro-suz-A380 (GGTATTCGGTCTAATGTAATACCC) (Wolf et al. 2018) targeting part of the mitochondrial cyto-
chrome c oxidase subunit 1 gene (COI) were used in PCR to produce a 171 bp fragment. In addition, the COI 
gene was amplified and sequenced using the universal primer pairs LCO1490 and HCO2198 (Folmer et al. 1994),  

Table 1. Number of trapping locations in different areas, number of traps in these areas in each year 
and the host plants where the traps were located. The traps where Drosophila suzukii was found on 
one farm in North Savo, are marked with an asterisk.
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and/or C1-J-1718F and C1-N-2191 (Simon et al. 1994). Each 25 μl PCR reaction contained 0.4 μM of each prim-
er, 0.2 mM of each dNTP, 1 U Taq Polymerase and 1x reaction buffer (Thermo Scientific) and 1–2 ng of template 
DNA. The PCR program used was as follows: 94 °C for 1 min, then 35 cycles of 94 °C for 30 s, primer annealing 
for universal primers at 52 °C and for SWD specific primers at 63 °C for 30 s and 72 °C for 30 s, followed by 72 °C 
for 5 min. PCR products were purified using QIAquick PCR Purification kit (Qiagen) and sequenced using an auto-
mated sequencer at the Natural Resources Institute Finland, Jokioinen. Consensus sequences were created with 
Sequencher v. 5.4.6, and ClustalW (Larkin et al. 2007) with the neighbour-joining method (Saitou and Nei 1987) 
used for making sequence alignments. 

Results
Trap catches

In August 2019, three male and two female SWDs were found in the traps on raspberry bushes from North 
Savo. According to a key by EPPO (2013) the males possessed a distinct apical wing spot on the forewing. On 
the first and second tarsomere of the foreleg two parallel sex combs were seen, the first with six spines and the 
second with three spines. In the ovipositor of the female, the dark saw-like serrations were easily seen (Fig. 2).  
The identification of one female and one male was confirmed by molecular methods. 

In 2020 and 2021, no SWDs were found in the traps, but in 2022, 54 adult SWDs were caught on the same farm 
where the first observation was made in 2019. Fourteen of the adult SWDs were females and 40 males. They 
were trapped between 4 August and mid-September. The first catch was made in the trap nearest to the cold 
storage unit where imported cherries were stored at the beginning of the season. Within two weeks, the first 
two males were also caught in one of the traps in the raspberry field on the other side of the hill. In the middle of  
September, highest number of SWDs were caught on the farm: on average 4.2 ± 2.3 per each of the six traps. In  
total, identification of 14 adult SWDs was confirmed by molecular methods in 2022. In 2023, one female 
was caught in the raspberry field at the edge of the forest patch on 13 July and one male was caught on the  
other side of the hill near the strawberry field on 26 July. No further adults were caught on this farm by mid- 
August 2023. In the provinces of Uusimaa, Tavastia Proper, and South Savo no SWDs were caught during the study.

Imported berry samples
In 2021, 4% of the 128 filtered berry samples yielded between one and four SWD larvae. In 2022, in 27% of the 
30 filtered berry samples, one to nine D. suzukii larvae were found. All the sampled larvae (22) were confirmed 
to be D. suzukii by PCR analysis.  Furthermore, 23% of berry samples contained eggs. Of these samples 57% also 
contained larvae. Of the eggs, 50% were confirmed to be the eggs of D. suzukii, but the species could not be  
verified for the remaining eggs. 

In total, 39 D. suzukii specimens were sequenced to confirm the species identification and to study genetic diversity 
of SWD specimens found in Finland. The PCR fragments produced by SWD specific primers were sequenced 

 

Fig. 2. A female (on left) and a male (on right) Drosphila suzukii from the first trap catches 
in 2019. Photo: Anne Nissinen
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from 25 specimens, and the ones produced by the universal COI primers from 18 specimens, in four specimens 
(included in the aforementioned numbers) both of the PCR fragments were sequenced. COI sequence data  
revealed four genetic haplotypes (Table 2). The haplotypes Ds2 and Ds83 were only detected in one sample.  
Three of the sequenced specimens were of the haplotype Ds18, whereas all the other studied specimens 
were of the haplotype Ds1. In their study, Lavrinienko et al. (2017) categorized the haplotypes from S1 to S10.  
The haplotypes of this study: Ds1, Ds2, Ds18 and Ds83 are identical to the haplotypes S4, S9, S5 and S8 of  
Lavrinienko et al. (2017), respectively. 

Discussion

Field trapping from 2019–2023 was executed in the same field where the first SWD observation was made in 
2019. However, no further observations were made in 2020 or 2021. This suggests that SWD did not overwinter 
on the farm. In 2022, the flies were found again on the same farm. The first observation was made in the trap 
nearest to the cold storage unit on strawberry. Along with the apparent increase in population size, SWD adults 
were also caught on the other side of the hill in the raspberry field. However, the maximum trap catches were 
still low, which also supports a new introduction. Using the filtration method (Van Timmeren et al. 2017), four 
SWD larvae were found in one 2 kg sample of imported cherries in June 2021. These results show that there was 
an introduction pathway up to the farm level in 2021. It is possible that a similar introduction happened in 2022 
and that some of the larvae managed to pupate, for example in the wooden boxes used for cherry importation, 
and emerged as adults as the boxes were discharged. The adult emergence presumably happened at the begin-
ning of July. The mean temperature in North Savo was 17.6 °C in July 2022 (Finnish Meteorological Institute).  
According to the life table data by Tochen et al. (2014), at 18 °C the development time of a female from egg to adult 
is 20.1 days on blueberry. This suggests that the first observation on 4.August could be from the first population  
developed in the strawberry field. By mid-September, observations of the SWD were made in all 6 traps at the farm, 
which suggests that a second generation had developed. The mean temperature in August in Kuopio was 17.2 °C 
(Finnish Meteorological Institute), which enabled nearly as rapid development as in July. In September, the tem-
perature declined rapidly to an average 8.6 °C. The development time of a female from egg to adult was over 77 
days at 10 °C (Tochen et al. 2014). This suggests that development of a 3rd generation in the field in North Savo was 
quite unlikely because in November the mean temperature had already dropped to –0.4 °C. The first observation 
of SWD in 2019 was made in September which suggests a similar kind of population development as in 2022.

Trapping carried out early in 2023 revealed a female of the same haplotype as the flies caught in 2022, which 
suggest a possible overwintering event. However, it apparently did not result in population growth. The second 
adult found in 2023, a male at the edge of the strawberry field, was of a different haplotype, suggesting a new 
introduction. No berries were imported by the farmer, thus, the new import probably originated from household  
biowaste from the yard between the raspberry and strawberry fields. No further observations of adults were 
made by 24 August in the fields of this farm, which suggests an asynchrony in the time of the introduction and the  
occurrence of possible overwintered females. The newest observations in Finland resemble the situation in Canada,  
where Champagne-Cauchon et al. (2020) suggested that some females might be able to overwinter in suitable 
microclimatic conditions at forest edges, but no males were observed in early summer. Thus, lack of overwintered 
males may have hindered the population growth during the 2023 season in Finland. 

Table 2. Different COI haplotypes detected from Drosophila suzukii (SWD) specimen found in Finland either from the traps (adult 
SWDs) or from imported berries (larvae and eggs) in the period 2019–2023. All COI sequencies are 658 bp in length.

Haplotype Source Origin Year GenBank 
accession 
number

Single nucleotide polymorphisms 
(SNPs)   

site 
214

site 
263

site 
271

site 
407

site 
646

Ds1 Adult SWD     
Larvae, eggs

Trap                       
Imported berries 

2019, 2022             
2021, 2022

OQ913863 A C T C T

Ds2 Adult SWD Trap 2019 OQ913864 G C C C T

Ds18 Larvae            
Eggs

Imported berries             
Imported berries

2021         
2022    

OQ913865 A C C T T

Ds83 Adult SWD Trap 2023 OR462790 A T T C C
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The results from 2019–2022 suggest that the SWD population in 2022 was a new introduction. In 2023, the  
observation of one female of the same haplotype as detected on the farm in 2022 suggests that some occasional 
overwintering events may happen, but SWD is still transient in Finland. Our observations support the prediction 
model by Ørsted and Ørsted (2019) utilizing the global distribution of D. suzukii, which suggests climatic suitability 
even in central Finland with a low probability. Population establishment in Finland is most likely limited by the 
harsh climate. According to Tait et al. (2021) a debate has been going on whether SWD can overwinter in northern 
Italy and the Great Lakes regions of the United States. In Germany, spread of SWD was considered to be facilitated  
by a mild winter 2013/2014 when no days with temperatures under 0 °C occurred (Briem et al. 2018). A recent 
modeling study showed that accumulated degree days below 5 °C in the preceding month caused a linear  
decline in trap catches, which in turn suggests that cold weather periods will significantly decrease the abundance 
of SWD (Ørsted et al. 2021). In central Finland during winter, the time period with temperatures lower than 5 °C 
often reaches 150 days. In North Savo (Kuopio) mean temperatures during five winter months (November–March)  
varied between –1.1 and –7.5 °C in 2021–2022 and in April the mean temperature was under 5 °C (Finnish  
Meteorological Institute). The long duration of the cold period may be the reason why no further observations of 
adult flies were made at the first observation site in the two subsequent years 2020–2021. However, we cannot 
ignore the possibility that the species may be behaviorally adapted to overwinter in man-made protected habitats 
(Dalton et al. 2011, Zerulla et al. 2015), which could facilitate population establishment in the harsh northern climate.

Based on genetic research, introductions of SWD to the USA and Europe are different demographic events, and 
introduction to Europe may have narrowed the genetic pool of the population (Adrion et al. 2014). Indeed, 
Rota-Stabelli et al. (2020) showed that European and American strains of SWD have genetic differences, and  
further differences in hatch rate, generation time, and parasitoid susceptibility, which in turn may affect their  
fitness. Rota-Stabelli et al. (2020) hypothesized that the Italian strain could be preadapted to colder climates,  
because this strain showed increased reproduction capability. Cold periods shorten the reproductive season, and 
increased reproduction capability during the warmer periods may be an adaptation to local conditions.  

Our study revealed four different COI haplotypes among the different SWD introductions to Finland. Interestingly, 
the two flies from the first observations in 2019 represented two different haplotypes (Ds1 and Ds2). In the light 
of the results from imported berry samples in 2021 and 2022, SWD larvae enter Finland in berries originating from 
several different European countries and therefore two different introduction events during one season on the 
same farm is possible although it may be quite a rare event. All four haplotypes have previously been observed 
in Europe based on the sequence data in the GenBank and different reports (Calabria et al. 2012, Lavrinienko et 
al. 2017). The haplotype Ds1, which was the most common haplotype in this study, and also the only haplotype 
among adult flies tested in 2022, is the most common European D. suzukii haplotype. Ds2 was only found in one 
sample of this study, but this haplotype has been reported from USA, Canada, Japan, South Korea and Serbia. 
Ds83 was also found only in one sample of this study. This haplotype has been reported only from the USA and 
Ukraine. Haplotype Ds18 is found only in the European countries and Turkey. 

Conclusions

We have observed that a probable introduction pathway of SWD to the farm where the first observation was 
made is via imported cherries and that the pest pressure on the introduction pathway is frequent, but that the 
degree may differ from year to year. Since berries are imported every year during the growth season from areas 
where SWD is present, it is likely that multiple introduction events have happened since SWD was first observed 
in Europe in 2008. So far, severe infestation on the Finnish berry farms have not been observed. This may be due 
to a long wintertime, and partly due to the genetic pool of the European SWD population, which seems to be less 
diverse than among North American populations and thus limiting SWD acclimatization to extreme conditions.  

Acknowledgements
We thank Pirjo Kivijärvi, Jaana Grahn, Liisa Vigelius and Henna Niemi from Luke, and Milla Kössilä and Sari Vattu 
from SavoGrow for their help in the field trapping. Senja Räsänen and Anneli Virta are thanked for their help in 
the PCR analyses and sequencing and Hannu Ojanen for providing the map. This study was funded by a grant 
from Maiju and Yrjö Rikalan säätiö (a Finnish foundation) and Ministry of Agriculture and Forestry of Finland grant 
number VN/7566/2020.



Agricultural and Food Science (2023) 32: 104–111

110

References
Adrion, J.R., Kousathanas, A., Pascual, M., Burrack, H.J., Haddad, N.M., Bergland, A.O., Machado, H., Sackton, T.B., Schlenke, 
T.A., Watada, M., Wegmann, D. & Singh, N.D. 2014. Drosophila suzukii: the genetic footprint of a recent, world-wide invasion.  
Molecular Biology and Evolution 31: 3148–3163. https://doi.org/10.1093/molbev/msu246

Asplen, M.K., Anfora, G., Biondi, A., Choi, D.S., Chu, D., Daane, K.M., Gibert, P., Gutierrez, A.P., Hoelmer, K.A., Hutchison, W.D., 
Isaacs, R., Jiang, Z.L., Kárpáti, Z., Kimura, M.T., Pascual, M., Philips, C.R., Plantamp, C., Ponti, L., Vétek, G., Vogt, H., Walton, V.M., 
Yu, Y., Zappalà, L. & Desneux, N. 2015. Invasion biology of spotted wing Drosophila (Drosophila suzukii): a global perspective and 
future priorities. Journal of Pest Science 88: 469–494. https://doi.org/10.1007/s10340-015-0681-z

Bolda, M., Goodhue, R.E. & Zalom, F.G. 2010. Spotted wing drosophila: potential economic impact of a newly established pest. 
Agricultural and Resource Economics Update 13: 5–8.

Briem, F., Dominic, A.R., Golla, B., Hoffmann, C., Englert, C., Herz, A. & Vogt H. 2018. Explorative data analysis of Drosophila suzukii 
trap catches from a seven-year monitoring program in Southwest Germany. Insects 9: 125. https://doi.org/10.3390/insects9040125

Calabria, G., Máca, J., Bächli, G., Serra, L. & Pascual, M. 2012. First records of the potential pest species Drosophila suzukii (Dip-
tera: Drosophilidae) in Europe. Journal of Applied Entomology 136: 139–147. https://doi.org/10.1111/j.1439-0418.2010.01583.x

Champagne-Cauchon, W., Guay, J.-F., Fournier, V. & Cloutier, C. 2020. Phenology and spatial distribution of spotted-wing dros-
ophila (Diptera: Drosophilidae) in lowbush blueberry (Ericaceae) in Saguenay-lac-saint-Jean, Québec, Canada. The Canadian  
Entomologist 152: 432–449.  https://doi.org/10.4039/tce.2020.30

Cini, A., Ioratti, C. & Anfora, G. 2012. A review of the invasion of Drosophila suzukii in Europe and a draft research agenda for in-
tegrated pest management. Bulletin of Insectology 65: 149–160.

Dalton, D.T., Walton, V.M., Shearer, P.W., Walsh, D.B., Caprile, J. & Isaacs, R. 2011. Laboratory survival of Drosophila suzukii under 
simulated winter conditions of the Pacific Northwest and seasonal field trapping in five primary regions of small and stone fruit 
production in the United States. Pest Management Science 67: 1368–1374.https://doi.org/10.1002/ps.2280

EPPO 2010. Pest risk analysis for: Drosophila suzukii. Pest risk analysis prepared by an Expert Working Group for performing PRA 
2010-07-05/08.

EPPO 2013. PM 7/115 (1) Drosophila suzukii. Bulletin OEPP/EPPO Bulletin 43: 417–424. https://doi.org/10.1111/epp.12059

Finnish Meteorological Institute (Ilmatieteen laitos). Ilmasto. Kuukausitilastot. https://www.ilmatieteenlaitos.fi/kuukausitilastot. 
Last visited on 27 January 2023.

Folmer, O., Black, M., Hoeh, W., Lutz, R. & Vrijenhoek, R. 1994. DNA primers for amplification of mitochondrial cytochrome c oxi-
dase subunit I from diverse metazoan invertebrates. Molecular Marine Biology and Biotechnology 3: 294–299.

Frewin, A.J., Renkema, J., Fraser, H. & Hallett, R.H. 2017. Evaluation of Attractants for Monitoring Drosophila suzukii (Diptera: 
Drosophilidae). Journal of Economic Entomology 110: 1156–1163. https://doi.org/10.1093/jee/tox081

Hauser, M. 2011. A historic account of the invasion of Drosophila suzukii (Matsumura) (Diptera: Drosophilidae) in the continental 
United States, with remarks on their identification. Pest Management Science 67: 1352–1357. https://doi.org/10.1002/ps.2265

Kanzawa, T. 1939. Studies on Drosophila suzukii Mats. Yamanashi Agricultural Experimental Station, Kofu.

Kiss, B., Kiss, A. & Kákai, A. 2016. The rapid invasion of spotted wing drosophila, Drosophila suzukii (Matsumura) (Diptera: Droso-
philidae) in Hungary. Phytoparasitica 44: 429–433. https://doi.org/10.1007/s12600-016-0520-7

Larkin, M.A., Blackshields, G., Brown, N.P., Chenna, R., McGettigan, P.A., McWilliam, H., Valentin, F., Wallace, I.M., Wilm, A., 
Lopez, R., Thompson, J.D., Gibson, T.J. & Higgins, D.G. 2007. CLUSTALW and CLUSTALX version 2. Bioinformatics 23: 2947–2948.  
https://doi.org/10.1093/bioinformatics/btm404

Lasa, R., Tadeo, E., Toledo-Hérnandez, R.A., Carmona, L., Lima, I. & Williams, T. 2017. Improved capture of Drosophila suzukii by 
a trap baited with two attractants in the same device. PLoS ONE 12: e0188350. https://doi.org/10.1371/journal.pone.0188350

Lavrinienko, A., Kesäniemi, J., Watts, P.C., Serga, S., Pascual, M., Mestres, F. & Kozeretska, I. 2017. First record of the invasive pest 
Drosophila suzukii in Ukraine indicates multiple sources of invasion. Journal of Pest Science 90: 421–429. https://doi.org/10.1007/
s10340-016-0810-3

Lee, J.C., Bruck, D.J., Curry, H., Edwards, D., Haviland, D.R., Van Steenwyk, R.A. & Yorgey, B.M. 2011. The susceptibility of small 
fruits and cherries to the spotted-wing drosophila, Drosophila suzukii. Pest Management Science 67: 1358–1367. https://doi.
org/10.1002/ps.2225

Manduric, S. 2017. Drosophila suzukii -experiences from the fly’s northernmost inhabited region (from the first record to two 
years after the detection). Integrated Protection of Fruit Crops IOBC Bulletin 123: 150–156.

Mitsui, H., Takahashi, K.H. & Kimura, M.T. 2006. Spatial distributions and clutch sizes of Drosophila species ovipositing on cherry 
fruits of different stages. Population Ecology 48: 233–237. https://doi.org/10.1007/s10144-006-0260-5

Olazcuaga, L., Rode, N.O., Foucaud, J., Facon, B., Ravigné, V., Ausset, A., Leménager, N., Loiseau, A., Gautier, M., Estoup, A. &  
Hufbauer, R.A. 2019. Oviposition Preference and Larval Performance of Drosophila suzukii (Diptera: Drosophilidae), Spotted-Wing 
Drosophila: Effects of Fruit Identity and Composition. Environmental Entomology 48: 867–881. https://doi.org/10.1093/ee/nvz062

Ørsted, M., Lye, J., Umina, P.A. & Maino, J.L. 2021. Global analysis of the seasonal abundance of the invasive pest Drosophila su-
zukii reveal temperature extremes determine population activity potential. Pest Management Science 77: 4555–4563. https://
doi.org/10.1002/ps.6494

Ørsted, I.V. & Ørsted, M. 2019. Species distribution models of the Spotted Wing Drosophila (Drosophila suzukii, Diptera: Droso-
philidae) in its native and invasive range reveal an ecological niche shift. Journal of Applied Ecology 56: 423–435. https://doi.
org/10.1111/1365-2664.13285



A. Nissinen et al.

111

Poyet, M., Le Roux, V., Gibert, P., Meirland, A., Prévost, G., Eslin, P. & Chabrerie, O. 2015. The wide potential trophic niche of the 
Asiatic fruit fly Drosophila suzukii: The key of its invasion success in temperate Europe? PLoS ONE 10: e0142785. https://doi.
org/10.1371/journal.pone.0142785

Rota-Stabelli, O., Ometto, L., Tait, G., Ghirotto, S., Kaur, R., Drago, F., González, J., Walton, V.M., Anfora, G. & Rossi-Stacconi, M.V. 
2020. Distinct genotypes and phenotypes in European and American strains of Drosophila suzukii: implications for biology and 
management of an invasive organism. Journal of Pest Science 93: 77–89. https://doi.org/10.1007/s10340-019-01172-y

Saitou, N. & Nei, M. 1987. The neighbor-joining method: a new method for reconstructing phylogenetic trees. Molecular Biology 
and Evolution 4: 406–25.

Simon, C., Frati, F., Beckenbach, A., Crespi, B., Liu, H. & Flook, P. 1994. Evolution, weighting, and phylogenetic utility of mitochon-
drial gene sequences and a compilation of conserved polymerase chain reaction primers. Annals of the Entomological Society of 
America 87: 651–701. https://doi.org/10.1093/aesa/87.6.651

Tait, G., Mermer, S., Stockton, D., Lee, J., Avosani, S., Abrieux, A., Anfora, G., Beers, E., Biondi, A., Burrack, H., Cha, D., Chiu, J.C., 
Choi, M.-Y., Cloonan, K., Crava, C.M., Daane, K.M., Dalton, D.T., Diepenbrock, L., Fanning, P., Ganjisaffar, F., Gómez, M.I., Gut, L., 
Grassi, A., Hamby, K., Hoelmer, K.A., Ioriatti, G., Isaacs, R., Klick, J., Kraft, L., Loeb, G., Rossi-Stacconi, M.V., Nieri, R., Pfab, F., Pup-
pato, S., Rendon, D., Renkema, J., Rodriguez-Saona, C., Rogers, M., Sassù, F., Schöneberg, T., Scott, M.J., Seagraves, M., Sial, A., 
Van Timmeren, S., Wallingford, A., Wang, X., Yeh, D.A., Zalom, F.G. & Walton, V.M. 2021. Drosophila suzukii (Diptera: Drosophili-
dae): A Decade of Research Towards a Sustainable Integrated Pest Management Program. Journal of Economic Entomology 114: 
1950–1974. https://doi.org/10.1093/jee/toab158

Tochen, S., Dalton, D.T., Wiman, N., Hamm, C., Shearer, P.W. & Walton, V.M. 2014. Temperature-Related Development and Popu-
lation Parameters for Drosophila suzukii (Diptera: Drosophilidae) on Cherry and Blueberry. Environmental Entomology 43: 501–
510. https://doi.org/10.1603/EN13200

Van Kerckvoorde, V., Clymans, R., Bangels, E., Alhmedi, A., De Ketelaere, B., De Clercq, P., Bylemans, D. & Belien, T. 2020. Tun-
nel entries and a killing agent uncover the importance of fly retention in Drosophila suzukii traps. Pest Management Science 76: 
3459–3468. https://doi.org/10.1002/ps.5956

Van Timmeren, S., Diepenbrock, L.M., Bertone, M.A., Burrack, H.J. & Isaacs, R. 2017. A Filter Method for Improved Monitor-
ing of Drosophila suzukii (Diptera: Drosophilidae) Larvae in Fruit. Journal of Integrated Pest Management 8: 1–7. https://doi.
org/10.1093/jipm/pmx019

Wolf, S., Zeisler, C., Sint, D., Romeis, J., Traugott, M. & Collatz, J. 2018. A simple and cost-effective molecular method to track 
predation on Drosophila suzukii in the field. Journal of Pest Science 91: 927–935. https://doi.org/10.1007/s10340-017-0948-7

Zerulla, F.N., Schmidt, S., Streitberger, M., Zebitz, C.P.W. & Zelger, R. 2015. On the overwintering ability of Drosophila suzukii in 
south Tyrol. Journal of Berry Research 5: 4148. https://doi.org/10.3233/JBR-150089


	Nissinen et al 2023.pdf
	Nissinen et al. First observations of D. suzukii in Finland_AFSci_2023
	First observations of Drosophila suzukii (Matsumura) (Diptera:Drosophilidae) suggest that it is a transient species in Finland
	Introduction
	Material and methods
	Field trapping
	Traps
	Inspection of imported berry samples
	Molecular identification of SWD

	Results
	Trap catches
	Imported berry samples

	Discussion
	Conclusions
	Acknowledgements
	References




